Regions Sequenced in Lung Cancer NGS Panel

Name_Exon_Gene Bank Accessioni# |Chromosome Chromosome Start Chromosome End
AKT1_Exonl4_NM001014431 chrl4 105236676 105236759
AKT1_Exonl13_NMO005163 chrl4 105237080 105237186
AKT1_Exonl12_NMO005163 chrl4 105238700 105238791
AKT1_Exonll NMO005163 chrl4 105239213 105239431
AKT1_Exon10_NMO005163 chrl4 105239586 105239718
AKT1_Exon9_NMO005163 chrl4 105239790 105239919
AKT1_Exon8_NMO005163 chrl4 105240247 105240319
AKT1_Exon7_NMO005163 chrl4 105241273 105241342
AKT1_Exon6_NMO005163 chrl4 105241411 105241546
AKT1_Exon5_NMO005163 chrl4 105241987 105242138
AKT1_Exon4_NMO005163 chrl4 105242994 105243109
AKT1_Exon3_NMO005163 chrl4 105246423 105246555
AKT1_Exon2_NM001014431 chrl4 105258933 105258982
ALK_Exon29_NMO004304 chr2 29416088 29416790
ALK_Exon28_NMO004304 chr2 29419634 29419728
ALK_Exon27_NMO004304 chr2 29420406 29420544
ALK_Intron26_Ampl chr2 29427673 29427812
ALK_Exon26_NMO004304 chr2 29430035 29430140
ALK_Exon25_NMO004304 chr2 29432650 29432746
ALK_Exon24_NMO004304 chr2 29436848 29436949
ALK_Exon23_NMO004304 chr2 29443570 29443703
ALK_Exon22_NMO004304 chr2 29445208 29445276
ALK Intron21_Fusionl chr2 29445275 29445382
ALK_Exon21_NMO004304 chr2 29445381 29445475
ALK _Intron20_Fusionl chr2 29445474 29446207
ALK_Exon20_NMO004304 chr2 29446206 29446396
ALK Intron19 Fusionl chr2 29446395 29448326
ALK_Exon19_NMO004304 chr2 29448325 29448433
ALK Intron18_ Fusionl chr2 29448432 29449787
ALK_Exon18_NMO004304 chr2 29449786 29449942
ALK_Exon17_NMO004304 chr2 29450438 29450540
ALK_Exon16_NMO004304 chr2 29451748 29451934
ALK_Exon15_NMO004304 chr2 29455168 29455316
ALK_Exon14_NMO004304 chr2 29456429 29456564
ALK_Exon13_NMO004304 chr2 29462544 29462698
ALK_Exon12_NMO004304 chr2 29473969 29474135
ALK Intron1l Ampl chr2 29490264 29490403
ALK_Exon11_NMO004304 chr2 29497963 29498095
ALK_Exon10_NMO004304 chr2 29498266 29498364
ALK_Exon9_NMO004304 chr2 29519752 29519925
ALK_Exon8_NMO004304 chr2 29541168 29541272
ALK_Exon7_NMO004304 chr2 29543615 29543750
ALK_Exon6_NMO004304 chr2 29551214 29551349
ALK_Exon5_NMO004304 chr2 29606596 29606727
ALK Intron4_Ampl chr2 29640856 29640995
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